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IUFRO Meeting Report Form

Organizers of IUFRO meetings and IUFRO focal persons at IUFRO co-sponsored meetings, respectively, are kindly requested to fill in and return this form within two weeks after the meeting by email (wolfrum@iufro.org), fax (+43-1-877 01 51-50) or mail (IUFRO Headquarters, c/o BFW, Hauptstrasse 7, 1140 Vienna, Austria). This information will be posted at the relevant IUFRO web pages and may be used for IUFRO News and the IUFRO Annual Report. 

(Note: Save this file under a new name and write directly into the form.)

1) IUFRO focal person/meeting organizer:

Name: Richard Sniezko/Anna Schoettle
Function in IUFRO: Coordinator/Deputy Coordinator 2.02.15
Email: rsniezko@fs.fed.us/aschoettle@fs.fed.us
2) Meeting report (max. 100 words per paragraph) The international meeting of three groups: IUFRO 2.02.15 (Breeding and Genetic Resources of Five-Needle Pines), IUFRO 7.02.05 (Rusts of Forest Trees) and Strobusphere was very successful. The conference featured talks and posters on advances in gene conservation, genomics, rust resistance, impacts of climate change, evolutionary dynamics and other related topics. There were some joint sessions as well as concurrent sessions organized by each respective group for topics of interest. Participants included a mix of students, professionals, researchers, and emeritus scientists. There were two days of indoor sessions, plus an evening poster session, and three days of fieldtrips.  
Key issues discussed/latest findings in the field:

a) Advances in genomics and genomic resources in forest trees and rusts of forest trees 
b) Genetic resistance to white pine blister rust investigations underway in high elevation, non-commercial species.
c) Gene conservation
d) Climate change impacts on five-needle pines
e)

Conclusions (if possible, summarize key conclusions across presentations):
Until recently, the very large genomes of conifers have precluded use of genomic tools to help decipher the underlying genetic variation in 5-needle pines and other conifers.  However, recent advances in technology now make it feasible to use these tools – and the genome of sugar pine (P. lambertiana) is now being sequenced; as has the genome for the white pine blister rust pathogen.  The long-term programs to develop genetic resistance to white pine blister rust are some of the most advanced in forest trees and the products are being used for restoration and reforestation.  Concerns about climate change and invasive pathogens such as blister rust fungus have raised added awareness for the needs for gene conservation.
Outlook to future activities (proceedings, future meetings, other):
A proceedings is planned (abstracts, extended abstracts and papers from the oral and poster presentations).  Discussions for a special journal issue are also underway.  A conference for the 2.02.15 group may be held in Europe in 2017.  IUFRO Working Parties 2.02.15 and 7.02.05 will also be sponsors of the 5th International Workshop on the Genetics of Host-Parasite Interactions in Forestry (2015, Orleans France)
Background information (meeting context): Species of 5-needle pines (‘white pines’) occur or are planted in many countries throughout the world.  They are valued for their ecological, aesthetic and commercial value. All species of 5-needle pines are susceptible to white pine blister rust (WPBR), but those occurring in North America are highly susceptible (Cronartium ribicola,  causative agent of WPBR, is a non-native invasive pathogen in North America). Genomic tools are rapidly developing for use in conifers and the genome of sugar pine (P. lambertiana) is now being sequenced.  These factors made it a natural to bring together the three groups for this meeting.
3) Other information:

Meeting data:

Full title of the meeting: Challenges and Opportunities in (1) Genetics of Five-Needle Pines and (2) Rusts of Forest Trees Research: Conservation, Evolution and Sustainable Management in a Changing Climate
Date and venue:  June 15-20, 2014, Fort Collins, Colorado, USA
Meeting website: http://www.westernforestry.org/Events/conference/2014-five-needle-pine-genetics-conference/
Number of participants:105
Countries represented: Austria; Canada; China; Finland; France; Germany; India; Italy; Korea; Mexico; Portugal; Russia; Saudi Arabia; Sweden; U.S.A.; Vietnam
Organization of the meeting:

All IUFRO Units involved: 2.02.15 and 7.02.05
Host organization(s) and sponsor(s): USDA Forest Service (host);  Sponsors: USDA Forest Service:  (Rocky Mountain Research Station; Pacific Northwest Research Station; Western Wildland Environmental Threat Assessment Center; Forest Health Protection (Rocky Mountain Region; Pacific Northwest Region; Southwestern Region); Dorena Genetic Resource Center; USDI Bureau of Land Management (Wyoming Branch); Whitebark Pine Ecosystem Foundation; Sierra Pacific Industries; American Forests.
Study tour(s) to:  3+ days of fieldtrips during the conference: [a] Southern Wyoming (to see Pinus flexilis ecosystems); [b] Rocky Mountain National Park (P. flexilis); [c] Mount Goliath and Mt. Evans (see P. aristata ecosystem); [d] USDA ARS National Center for Genetic Resources Preservation
Communication activities (dissemination of information about the meeting; promotion of IUFRO): Forest genetic and forest pathology mailing lists that encompass international audiences; personal email communication with scientists throughout the world. Various regional & national newsletters and listservers.
Related publications /websites:

2.02.15 – Breeding and genetic resources of five-needle pines

http://www.iufro.org/science/divisions/division-2/20000/20200/20215/
7.02.05 – Rusts of forest trees
http://www.iufro.org/science/divisions/division-7/70000/70200/70205/
Strobusphere
http://dendrome.ucdavis.edu/strobusphere/
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Thank you very much for your kind cooperation!

Thank you very much for your kind cooperation!

